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Welcome to your LittleGENEius adventure! We are super excited and 
thankful to you and your family for letting us explore your amazing 
genes. Inside your DNA are tiny little messages that make you YOU, 
your talents, your strengths, and even how your body grows and 
stays healthy. 

This report is made especially for you, with lots of care and love by 
our team. You can think of it like a magical storybook about yourself, 
a book that tells the story hidden inside your genes! Before you start 
your journey, here’s a fun guide to what you’ll find inside: 

Limitation of Genetic Summary 
This part helps you and your family understand what your genes can 
tell you, and what they cannot. It also reminds everyone that doctors 
are still very important for keeping you healthy and strong! 

Genetics 101 
This is where you learn the basics about genes and DNA, explained in 
a simple, fun, and easy way. 

How Does LittleGENEius Work
Ever wonder what happens to your DNA after your sample is taken? 
This section shows how your DNA goes on a special journey to 
become your personal report. 

Fun Facts About Genes 
Get ready for some wow moments! This part is full of cool, surprising, 
and fun facts about DNA that make science exciting. 

Dear [name],
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Top 3 Genetic Result 
Here are three of your most interesting and awesome genetic traits! 
These are some of the special strengths that make you shine. 

Your Genetic Screening Results 
This is the main part of your report. It talks about your personality, 
feelings, learning style, sports talents, how your body uses food, and 
some childhood health traits, all explained in a simple way just for you. 

Nurturing Your LittleGENEius’s Potential:
A Guide for Parents 
This special section is for parents. It shares gentle tips and ideas to 
help support their child at home, in school, during playtime, and as they 
grow, so every child can feel confident, happy, and healthy. 

We hope you have lots of fun discovering your LittleGENEius story. This 
is just the beginning of an exciting journey to learning more about 
yourself! 
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At LittleGENEius, we help 
you uncover that story, 

celebrating what makes
you extraordinary. 

Together, let’s turn these 
genetic insights into a 
brighter, healthier, and 

happier tomorrow.

Every child is a 
LittleGENEius

in their own way!

Sam
ple

 R
ep

ort



Genetic
Screening:
Important

Limitations

Please read this section carefully before reviewing your 
genetic screening report. For interpretation of results 
and health-related decisions, consultation with a 
physician, genetic counsellor, or other qualified 
healthcare professional is strongly recommended.

Genetic screening is designed to identify whether an 
individual has a genetic predisposition or increased 
likelihood of developing certain inherited diseases or 
conditions. However, these results cannot determine 
with certainty whether symptoms will occur, how 
severe they may be, or how a condition may progress 
over time. 

A negative result does not guarantee that you will 
never develop an inherited disease or disorder. The 
test detects only specific genetic markers that are 
well-documented in medical research. Many health 
outcomes are also influenced by environmental, 
lifestyle, and other non-genetic factors. 

The information provided in this report—including any 
additional health-related insights—is intended solely 
for informational and educational purposes. It does not 
represent a medical diagnosis or a comprehensive 
assessment of current or future health status. All 
findings should be confirmed and discussed with a 
healthcare professional in a clinical setting before any 
medical decisions or actions are taken. 

We do not guarantee, recommend, or endorse any 
diagnosis, treatment, therapy, medication, medical 
device, or strategy based solely on the results of this 
genetic screening. The information provided is not a 
substitute for professional medical advice. Individuals 
should not delay, disregard, or avoid seeking 
appropriate medical care based on this report. 
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What is a Genotype? 

Your genotype is the mix of 
instructions you got from 
your mom and dad. That’s 
why you may have:

Dad’s
smile

Mom’s
voice 

Or your very own
special mix!

Genetics 101
What are Genes?
Genes are like a special recipe book inside your body.
They give tiny instructions that help you: 

Grow Think Play Learn Stay healthy

What are Genetic Variants? 
Sometimes the recipe has small changes,
like adding extra sprinkles to your ice cream.
These little changes are called genetic variants.

They make each child unique and special. 
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Remember...
Genes give you a starting point, like the
first page of a storybook. 

But how the story goes depends on your
choices, habits, and dreams. 

Every child is a LittleGENEius in their own way!

Why Do We Check Genes? 
By reading your genes, we can learn 
fun and helpful things about you:

Personality Traits
The little things that make you, You!

Emotional Intelligence (EQ)
How you understand and care about feelings.

IQ & Academic Talents
How you think, solve problems, and learn
new things. 

Sport Talents 
How your body moves, runs, and plays.

Child-Onset Diseases
Things to watch out for to keep you strong
and healthy.

Nutrient Metabolism
How your body uses food to make energy.
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How Does
LittleGENEius Work?

Making the Report 
We match these results 
to important traits, like 
how your body uses food, 
your learning style, or 
your talents. 

We collect a tiny 
sample (like saliva 
or a cheek swab). 

Sample
Collection 1

2

3

4

5

In the lab, we look at your 
DNA using a smart tool called 
microarray SNP genotyping. 

We use a special chip (ASA 
customized beadchip) that 
can check thousands of tiny 
spots in your DNA all at once. 

Lab Analysis 

The chip shows us which 
small changes (variants) 
you have in your genes.

Finding Variants

Your
LittleGENEius

Profile
Finally, you get a colorful 

report all about you!

How to
Read This
Report: You likely stay calm even when things don’t go your way.

(Good) (Normal) (Moderate risk ) (High risk)

(A brief explanation of your result)

(your result)
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Fun Facts
About Genes

You share 99.9% of 
your DNA with
every other
human being.

Identical twins
have almost the same
DNA, but their fingerprints 
are different.

Your body has 
over 30 trillion 
cells, and almost
every cell has the 
same DNA.

DNA is so small,
you’d need
a super 
microscope
to see it!

You share about 
60% of your DNA 
with bananas 
(but don’t worry, 
you won’t turn 
into one!).

Did you know? 

Sam
ple

 R
ep

ort



My Growth tracker

My Talent & Learning tracker
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TOP 3
STRENGTHS CERTIFICATE

A highlight of your strongest genetically
influenced traits, based on the analysis:

These strengths reflect your natural potential.
May you continue to flourish as you grow.

of ___________

1- Aerobic Capacity
2- Cardiovascular Performance

3- Intelligence
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Personality
Traits
Refers to consistent patterns of thinking, feeling, and behaving 
that influence how an individual interacts with others, responds 
to situations, and regulates emotions and impulses.

Anger

Novelty Seeking Behavior

Sensitive Personality

Resurgence of Fear

Anger is a temperamental trait that reflects how 
easily and intensely a child may respond to 
frustration, discomfort or perceived challenges.

Genetic inclination toward exploring new 
environments, taking risks and pursue new and 
stimulating activities.

Heightened awareness and responsiveness to 
emotional, social and environmental stimuli, making 
children deeply feel emotions, be highly empathetic 
and notice subtle changes in their surroundings.

Tendency to re-express fear responses after initial 
fear reduction, affecting emotional development 
particularly in new or stressful settings.

1

You likely stay calm even when things don't go
your way

You enjoy exploring and try different activites

You may feel things deeply and notice subtle
emotional shifts in others

Your past worries might come back
occasionally, especially under stress
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Child’s susceptibility to negative psychological, 
emotional, or behavioral effects when parents or 
guardians excessively regulate, monitor, or restrict 
their actions, decisions, or personal autonomy.

Vulnerability to Parental
Overcontrol

Personality trait characterized by a tendency to be 
cautious, fearful, or aversive of potential danger or 
harm. As a result, individuals with harm avoidance 
often display behaviors that are associated with 
other mental health issues like anxiety disorder.

Harm Avoidance Behaviour

Biological susceptibility to feeling socially isolated 
or disconnected, regardless of social context.

Loneliness

Tendency to respond strongly to social approval, 
praise and external rewards, reflecting how the 
child is motivated by positive reinforcement.

Reward Dependence

Behavioral tendency characterized by compulsive 
engagement in gambling activities despite negative 
consequences. 

Gambling (Addiction)

2

You may tend to experience loneliness,
especially in emotionally challenging situations

You are intrinsically motivated but respond
positively to encouragements

You likely manage structured rules well with
little stress

You might be careful when trying something
new or risky

You may be drawn to high-stimulation
activities and small bets

Sam
ple

 R
ep

ort



Emotional
Intelligence (EQ)
Indicates the capacity to perceive, understand, manage, and influence 
emotions in oneself and others, supporting effective communication, 
interpersonal relationships, and overall well-being.

The ability to recognize, understand, and respond
to others' emotions from early childhood.

Empathy

Genetic influence on a child’s ability to bounce 
back from stress, setbacks, or emotional challenges.

Resilience

Ability to detect and interpret others’ emotions 
based on facial expressions.

Facial Emotion Recognition

Tendency to form and maintain friendships
and social bonds, influenced by sociability and 
emotional traits.

Social Network

Genetic sensitivity to peer rejection or exclusion,
often affecting emotional stability or confidence.

Social Rejection

3

You likely tune in to others' emotions and
respond supportively

You likely adapt well to change and keep going
through challenges

You likely enjoy building friendships and value
being part of a group

You might feel hurt by exclusion but recover
relatively well

You probably excel at reading people's
emotions just by looking at their faces
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IQ & Academic
Talents
Encompasses cognitive abilities and learning skills that contribute 
to intellectual performance, including problem-solving, memory, 
reasoning, and academic achievement.

Child’s overall capacity to learn, understand, 
reason, and solve problems. It is more than just 
memorizing facts or getting good grades.

Memory Performance
Ability of recalling and using learned 
information repeatedly.

Size of a brain region involved in memory, learning, 
and emotional regulation, partly shaped by genetics.

Hippocampal Volume

Overall mental processing capacity for reasoning, 
problem-solving, and understanding.

Cognitive Ability

Childhood Intelligence

4

You probably excel in intellectual tasks and
show high-level reasoning skills from a young
age

You likely retain and recall information well,
especially in structured learning

You may process new information at a slower
rate but still retain key points

You might perform well in some thinking tasks
but need guidance in others
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Genetic likelihood of achieving higher education levels, 
predicted from cognitive and personality traits.

Educational Attainment

Reading skill and comprehension ability tied to 
language development and cognitive processing 
genes.

Work Reading Ability

Intelligence is the ability to acquire and apply 
knowledge and skills.

Intelligence

Working memory is a mental workspace that helps
you hold and use information while performing
everyday tasks. It allows you to follow instructions,
solve problems, learn new skills, and make decisions.

Working Memory

Genetic foundation for decoding written language 
and spelling accuracy in early academic 
performance.

Reading and Spelling

Genetic predisposition toward numerical 
reasoning, logic, and mathematical thinking.

Mathematics Ability

5

You likely grasp numbers and mathematical
logic with minimal effort

You likely learn quickly and apply knowledge
across different domains

You likely manage multiple pieces of
information at once with little difficulty

You probably excel academically and are
motivated to pursue higher learning

You probably read fluently and grasp the
meaning of words with ease

You probably excel in both reading
comprehension and spelling accuracy
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Sport Talents
Represents physical and physiological traits that enhance 
performance in athletic and physical activities, including 
strength, endurance, agility, and speed.

Genetic potential for short bursts of strength and 
explosive movement, important for 
strength-based sports.

Power

Ability to sustain physical activity over long 
periods, related to aerobic and muscular efficiency 
genes.

Endurance

Predisposition for high-speed, short-duration 
running performance, tied to fast-twitch muscle 
composition.

Sprint Performance

Muscular strength is determined by how much force 
you can exert or how much weight you can lift. 
Building muscular strength uses heavier weights for 
fewer repetitions.

Muscular Strength

6

You likely perform well in activities requiring
quick strength and reaction

You likely sustain physical activity well over
time

You may lack quick acceleration and may
struggle in short bursts of speed

You probably possess high muscular strength
and respond well to resistance training
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Genetic profile supporting agility, coordination, 
balance, and mental discipline relevant to martial 
arts.

Martial Art

Genetically influenced efficiency of oxygen intake 
and usage during continuous physical activity.

Aerobic Capacity

Function of heart, lung, and blood vessel under 
exertion, shaped by inherited physiological traits.

Cardiovascular Performance

7

You probably have excellent oxygen use and
perform well in endurance sports

You likely recover well and maintain
performance during activity

You likely adapt quickly to movement patterns
and strategic thinking
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Child-Onset
Diseases
Refers to medical conditions that typically manifest 
during childhood, which may affect growth, 
development, and long-term health outcomes.

A condition involving curvature of the spine during 
adolescent growth.

Adolescent Idiopathic
Scoliosis

Also known as hay fever, is an allergic reaction that 
causes sneezing, nasal congestion, and runny nose.

Allergic Rhinitis

A chronic respiratory condition involving airway 
inflammation and constriction.

Asthma

A neurodevelopmental disorder characterized by 
inattention, impulsivity, and hyperactivity.

Attention-Deficit
Hyperactivity Disorder
(ADHD)

8

You have a strong genetic likelihood of
adolescent spinal curvature

You are moderately likely to develop nasal
allergies

Your risk of asthma is likely low with minimal
airway sensitivity

You likely have a low risk of attention and
hyperactivity issues
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A learning disorder involving difficulty in reading due 
to problems identifying speech sounds.

Dyslexia

The pace and clarity with which a child begins to 
speak and express language.

Early Speech Development

A condition marked by recurrent seizures during 
childhood.

Childhood Epilepsy

A chronic inflammatory bowel disease that affects 
the digestive tract.

Crohn's Disease

An autoimmune disorder triggered by the 
ingestion of gluten.

Celiac Disease

A serious infection caused by Streptococcus 
pneumoniae bacteria.

Invasive Pneumococcal
Disease

9

You likely have a low genetic risk of gluten
intolerance

Your risk of childhood seizures is likely very low

You are unlikely to develop inflammatory bowel
conditions

You likely show strong reading and
phonological processing skills

You are genetically predisposed to early and
clear speech development

You may carry mild susceptibility, particularly
when immunity is compromised
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A mental health condition involving unwanted 
repetitive thoughts and behaviors.

Obsessive-Compulsive
Disorder (OCD)

A heart rhythm disorder that can cause fast, chaotic 
heartbeats.

Long QT Syndrome

A bacterial infection that can lead to meningitis and 
other serious conditions. It’s contagious between 
people, usually from infected spit or mucus.

Meningococcal Disease

A form of arthritis in children causing joint 
inflammation and stiffness.

Juvenile Idiopathic Arthritis

An illness in children that causes blood vessel 
inflammation throughout the body.

Kawasaki Disease

A medical condition involving excess body fat 
developing early in life.

Obesity (Childhood Onset)

10

Your likelihood of childhood arthritis is very low

You likely have a low genetic risk for
Kawasaki-related inflammation

You may have a strong inherited likelihood of
Long QT-related arrhythmia

You are genetically more predisposed to
meningococcal infections

You have a strong genetic predisposition
toward childhood obesity

You likely exhibit low obsessive or compulsive
tendencies
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A neurological disorder causing unpleasant leg 
sensations and an urge to move them.

Restless Legs Syndrome

The process of tooth eruption in infants and 
young children.

Teething

A severe form of nearsightedness that can 
progress with age and cause eye problems.

Pathological Myopia

A neurological disorder involving repetitive, 
involuntary movements and vocalizations.

Tourette Syndrome

A chronic condition causing inflammation and 
ulcers in the colon and rectum.

Ulcerative Colitis

11

You may need mild vision correction over time

You are less likely to experience restless legs
or sleep disturbance

Teeth emerge on time, following typical
patterns

You may have occasional mild tics or repetitive
tendencies

You may carry a mild genetic predisposition for
bowel inflammation
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Caffeine Metabolism 
How quickly the body breaks down and clears 

caffeine. 

Calcium Metabolism 
How well the body absorbs and regulates 

calcium for strong bones and healthy cells. 

Carbohydrate Metabolism 
How the body digests carbohydrates and 

converts them into energy. 

Carotene Level 
How effectively the body converts beta-carotene 

from foods into vitamin A. 

Coenzyme Q10 
How effectively the body produces and 

utilizes coenzyme Q10. 

12 

You break down caffeine quickly and are less
affected by it

Your calcium absorption and utilization are
highly efficient

You may have high efficiency in processing
carbohydrates, supporting stable energy levels

You have higher efficiency in converting
beta-carotene to vitamin A

Your body may produce/utilize higher CoQ10,
lowering antioxidant capacity
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How well the body digests lactose, the sugar in 
milk and dairy products.

Lactose Intolerance

How the body uses and balances omega-3 and 
omega-6 fatty acids.

Polyunsaturated Fatty Acids

How the body processes homocysteine, which 
affects heart and brain health.

Homocysteine Metabolism

How the body reacts to gluten found in wheat 
and related grains.

Gluten Sensitivity

How the body absorbs and uses vitamin A for 
vision, skin, and immunity.

Vitamin A

How the body processes riboflavin (B2) to support 
energy and cell function.

Vitamin B2

13

You may have high efficiency in clearing
homocysteine, lowering the risk of buildup

You are unlikely to experience gluten sensitivity

Low tendency toward lactose intolerance
suggests easier digestion of dairy

PUFA balance appears stable

Levels are within the typical range

Metabolism of B2 is about average
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How the body absorbs and uses B12 for blood 
and nerve health.

Vitamin B12

How the body absorbs and uses vitamin C to support 
immunity and antioxidant defense.

Vitamin C

How the body handles B6, important for protein 
metabolism and brain signals.

Vitamin B6

How the body processes vitamin D for bones, 
immunity, and hormone balance.

Vitamin D

Vitamin E
How the body absorbs and uses vitamin E to 
protect cells from damage.

Selenium
How the body absorbs and uses selenium, essential 
for thyroid function and antioxidants.

14

Availability of vitamin B6 appears stable

Levels are within the expected range

Vitamin C levels appear steady

You may have higher vitamin D activation and
absorption

Vitamin E availability appears adequate

You may have high selenium utilization
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A Guide
for Parents 

Love

Grow
Support

Nurturing Your
LittleGENEius’s Potential:

This section is created especially for 
parents to help understand their 
child’s unique gifts and talents. 

It offers simple, loving ways to 
support your LittleGENEius every day 
— with patience, encouragement, and 
care. 

These insights are meant to inspire 
and guide you, never to limit your 
child’s potential. Together, let’s help 
your LittleGENEius grow happy, 
confident, and shine in their own 
special way. 
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Where Your
LittleGENEius
May Shine

Activities to explore today,
possibilities for tomorrow.
This page highlights areas that stood out in your child’s report, as well as 
areas worth gentle exploration. It is not a prediction of future careers, but 
a guide to help parents decide what to nurture first. 

Based on your child’s results:

Related roles (examples):

Worth exploring:

Language & Communication

Early speech is favorable; reading, spelling, and word recognition are strong, and dyslexia risk is
low. Accurate facial emotion reading supports clear and responsive communication in everyday
settings.

• Daily reading with high-interest books and short discussions

• Storytelling, show-and-tell, debate or emcee roles

• Creative writing using simple story frames and word banks

Writer, presenter, student librarian, debate team
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Based on your child’s results:

Related roles (examples):

Worth exploring:

Based on your child’s results:

Related roles (examples):

Worth exploring:

Based on your child’s results:

Related roles (examples):

Worth exploring:

Thinking, Logic & Problem-Solving

Childhood intelligence and educational attainment are favorable; working memory and recall
are generally strong. Learning moves fastest with step-by-step instruction, while new topics
benefit from extra examples and retrieval practice.

• Logic puzzles, building kits, coding games, hands-on science

• Worked examples and visual organizers before independent practice

• Spaced retrieval practice with short, repeated reviews

Engineer, analyst, coder, researcher

Sports & Physical Activities

Aerobic capacity, endurance, muscular strength, and recovery are supportive strengths; quick
acceleration in short sprints is less pronounced. Prioritize steady-pace and skills-based
activities, building speed gradually with technique.

• Swimming, cycling, park jogs or distance runs

• Hiking and games that mix endurance and coordination

• Martial arts with progressive, technique-based instruction

Athlete, coach, PE leader, fitness trainer

Social, Leadership & Helping Roles

Strong facial emotion recognition and supportive empathy help teamwork. A careful, sensitive
temperament may prefer smaller groups, clear roles, and specific, encouraging feedback.

• Small group projects with clear responsibilities

• Buddy programs and service or eco clubs

• Predictable routines with private, specific praise

Class monitor, peer mentor, club committee helper, group project leader
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Based on your child’s results:

Related roles (examples):

Worth exploring:

Based on your child’s results:

Related roles (examples):

Worth exploring:

Important Note for Parents

Art & Creative Expression

A highly sensitive profile suggests creative outlets can help process feelings and express ideas
confidently, even if not specifically emphasized by the screen.

• Drawing, painting, crafts, journaling, comics

• Low-pressure drama or role-play

• Unstructured creativity time with simple materials

Artist, designer, illustrator, storyteller

Music & Rhythm

No music-specific advantages are highlighted; treat this as open for exploration and enjoyment.

• Rhythm games and clapping or step patterns

• Beginner keyboard or ukulele

• Simple beat-making apps to explore patterns

Ensemble member, performer, sound hobbyist

Pick one or two areas that feel easy and enjoyable to start, then rotate
activities for a healthy mix of movement, thinking, and creativity. Keep
sessions short and routine, and praise effort and small progress. Follow
curiosity and adjust the pace to keep confidence growing.
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Helping Your
LittleGENEius Shine
Simple ways parents can support 
growth, learning, and confidence
This guide is based on your child’s overall genetic profile.

Genes show natural tendencies — daily support helps those tendencies 
grow into strengths. 

What helps Try to avoid 

Learning & Thinking 

What helps Try to avoid 

Feelings & Behaviour 

• Keep routines predictable; preview
changes and model the first try

• Name emotions and use calm words;
offer private, specific praise

• Give choices to build independence
and reduce over-control reactions

• Create a quiet space for cool-down
when feelings run high

• Sudden changes without warning

• Harsh or shaming language

• Over-controlling every decision

• Teach with clear, step-by-step
sequences and worked examples

• Use visuals and hands-on tasks; move
from concrete to pictorial to abstract

• Short learning blocks with breaks to
keep attention fresh

• Strengthen memory with retrieval
practice and quick review cards

• Long tuition blocks without rest

• Jumping to abstract content too early

• Labels like slow or lazy

Sam
ple

 R
ep

ort



20

What helps Try to avoid 

Food, Sleep & Daily Habits 

What helps Try to avoid 

If You Notice This… Try This 
If your child… You can try… 

A Gentle
Reminder 

Genes are a starting point, not a limit. 

Love, support, healthy routines, and encouragement 
play a powerful role in helping every child grow. 

Every child is a LittleGENEius in their own way. 

Play & Movement 

• Choose endurance and
strength-focused activities (swimming,
cycling, hiking)

• Use technique drills to build speed
gradually

• Let children sample different sports;
focus on fun and steady progress

• High-intensity sprint-only sessions
that feel uncomfortable

• Ignoring signs of fatigue

• Balanced meals and hydration; steady
sleep routines

• Regular outdoor time and movement to
support energy balance

• Limit screens before bed to protect
sleep quality

• Skipping meals or irregular bedtimes

• Sugary drinks and heavy snacks close
to bedtime

• Screens right before sleep

Hesitates with new or risky
activities

Preview changes, use first-then schedules, and model the
first attempt together

Feels hurt when excluded or
prefers small groups

Pair with a buddy and give clear roles in group tasks

Reads well but forgets details
later

Play quick retrieval games and use review cards after
reading

Shows deep feelings or strong
reactions

Offer a quiet corner and choices; use calm, specific praise

Struggles with quick sprints
Choose steady-pace sports and technique drills to build
speed gradually
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Practical
Parental
Guide

Support Personality  
If your child is shy, introduce 
them slowly to new groups. 
If adventurous, guide them 
with safe boundaries. 

Boost EQ 
Talk openly about feelings 
and model empathy at home.

Grow IQ & Talents
Provide both structured 
learning and free play; 
balance academics with 
creativity. 

Celebrate Creativity
Display artwork or 
record performances
to build confidence.

Encourage Sports
Focus on fun and 
participation, not just 
winning.

Support Health
Use genetics as a guide, 
not a limit. Good sleep, 
nutrition, and love always 
come first. 

Love

Grow
Support
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Thank You
Thank you for letting LittleGENEius

be part of your story.

We hope these insights bring you closer 
to understanding and supporting your 

amazing journey ahead.

Because every child truly is a 
LittleGENEius in their own way!

MALAYSIAN GENOMICS RESOURCE CENTRE BERHAD (652790-V)

+603-7890 0015 or +603-7890 0016

(For product/medical enquiries):
+6011-5880 4488

Genomics@mgrc.com.my

www.mgrc.com.my 

8F Jalan Teknologi 3/6, Taman Sains Selangor 1,
Kota Damansara (PJU5), 47810 Petaling Jaya, Selangor, Malaysia.
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